[bookmark: _GoBack]Table S7. Anaplasma phagocytophilum AnkA C-terminal sequences identified by BLAST of A. phagocytophilum Webster strain C terminal amino acid residue sequences.

>gi|30842094|gb|AAP34820.1|_118
MESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|30842090|gb|AAP34818.1|_118
MESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|30842088|gb|AAP34817.1|_118
MESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495022|gb|ADA72178.1|_14
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495034|gb|ADA72184.1|_14
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|7229245|gb|AAF42726.1|AF100
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495116|gb|ADA72225.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495080|gb|ADA72207.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495118|gb|ADA72226.1|_11
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495126|gb|ADA72230.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495044|gb|ADA72189.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495114|gb|ADA72224.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|512779787|gb|AGO06062.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495064|gb|ADA72199.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495106|gb|ADA72220.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495102|gb|ADA72218.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495096|gb|ADA72215.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495088|gb|ADA72211.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495090|gb|ADA72212.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495082|gb|ADA72208.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495110|gb|ADA72222.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495112|gb|ADA72223.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495092|gb|ADA72213.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|257449281|gb|ACV53619.1|_12
MESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495060|gb|ADA72197.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495056|gb|ADA72195.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495052|gb|ADA72193.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495084|gb|ADA72209.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|763281535|ref|WP_044142936.
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495078|gb|ADA72206.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495040|gb|ADA72187.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|30842134|gb|AAP34840.1|_122
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495140|gb|ADA72237.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|257449284|gb|ACV53620.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|30842128|gb|AAP34837.1|_124
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|30842118|gb|AAP34832.1|_120
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|30842108|gb|AAP34827.1|_120
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|30842126|gb|AAP34836.1|_120
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|30842096|gb|AAP34821.1|_120
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|30842098|gb|AAP34822.1|_120
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|30842112|gb|AAP34829.1|_120
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|30842130|gb|AAP34838.1|_120
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|514435114|gb|AGO57932.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495190|gb|ADA72262.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495196|gb|ADA72265.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495198|gb|ADA72266.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495222|gb|ADA72278.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281494980|gb|ADA72157.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281494986|gb|ADA72160.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281494996|gb|ADA72165.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|30842106|gb|AAP34826.1|_117
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|30842100|gb|AAP34823.1|_117
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|220028684|gb|ACL77795.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281494978|gb|ADA72156.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495146|gb|ADA72240.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495180|gb|ADA72257.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495218|gb|ADA72276.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495228|gb|ADA72281.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|7229235|gb|AAF42721.1|AF100
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|8358158|gb|AAF04263.2|AF153
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495132|gb|ADA72233.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495050|gb|ADA72192.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495312|gb|ADA72323.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|763291692|ref|WP_044152510.
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495194|gb|ADA72264.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495346|gb|ADA72340.1|_12
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|281495354|gb|ADA72344.1|_11
GMESGAPGSQPEAPQSEGPKSVKGGGRGR
>gi|512779785|gb|AGO06061.1|_11
GMESGAPGSQPEAPQSEGPKSVKRGGRGR
>gi|281495336|gb|ADA72335.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495352|gb|ADA72343.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495326|gb|ADA72330.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495356|gb|ADA72345.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495272|gb|ADA72303.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495308|gb|ADA72321.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495296|gb|ADA72315.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495348|gb|ADA72341.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495350|gb|ADA72342.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495290|gb|ADA72312.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495288|gb|ADA72311.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495342|gb|ADA72338.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495360|gb|ADA72347.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495278|gb|ADA72306.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|7229247|gb|AAF42727.1|AF100
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|30842114|gb|AAP34830.1|_118
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495256|gb|ADA72295.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|30842124|gb|AAP34835.1|_118
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|7229249|gb|AAF42728.1|AF100
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495216|gb|ADA72275.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495004|gb|ADA72169.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|7229243|gb|AAF42725.1|AF100
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495268|gb|ADA72301.1|_11
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495174|gb|ADA72254.1|_12
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
>gi|281495152|gb|ADA72243.1|_12
GMESGAPGSQPEAPQSEGPKPVKGGGRGR
