Table S2  Results of the generalized linear mixed models for the probability of exotic introduction, establishment, and dominance, as a function of the phylogenetic distances (MPD, MPDab, or MNND) to the native species from 1976 to 2009. 

	Model
	Fixed effect
	Coefficient Estimate
	SE
	Z-value
	P-vaule
	AIC

	Probability of introduction
	
	
	
	

	
	MPD
	-0.067 
	0.0083 
	-8.142 
	<0.000001
	25169.9 

	
	MPDab
	-0.019 
	0.0028 
	-7.015 
	<0.000001
	27822.0 

	
	MNND
	-0.021 
	0.0021 
	-10.102 
	<0.000001
	26439.1 

	
	
	
	
	
	
	

	Probability of establishment
	
	
	
	

	
	MPD
	-0.024 
	0.0067 
	-3.613 
	0.000303 
	17696.7 

	
	MPDab
	-0.011 
	0.0027 
	-4.219 
	0.000024 
	18896.4 

	
	MNND
	-0.011 
	0.0022 
	-4.877 
	0.000001 
	18379.8 

	
	
	
	
	
	
	

	Probability of dominance
	
	
	
	

	
	MPD
	-0.009 
	0.0033 
	-2.860 
	0.004234 
	7201.9 

	
	MPDab
	-0.007 
	0.0018 
	-3.998 
	0.000064 
	7216.8 

	
	MNND
	-0.005 
	0.0011 
	-4.794 
	0.000002 
	7152.0 

	
	
	
	
	
	
	

	Probability of invasion (overall)
	
	
	
	

	
	MPD
	-0.037 
	0.0036 
	-10.260 
	<0.000001
	60982.9 

	
	MPDab
	-0.015 
	0.0014 
	-10.620 
	<0.000001
	64199.6 

	　
	MNND
	-0.012 
	0.0011 
	-11.640 
	<0.000001
	62510.6 


Note: We used generalized linear mixed models (with logit link function and binomial error distribution) to model the invasion success (successful/failed) in each invasion stage by including all observations of the 480 plots from 1976 to 2009. For each invasion stage, each phylogenetic distance measure was treated as a single continuous fixed factor, with year and plots nested within fields were considered as random effects. Negative coefficients indicate that the successful exotic species were generally more closely related to the native residents than the failed ones. To account the overall changes of species’ invasion status, we used sequential logistic model with the same random effects considered. MPD, mean phylogenetic distances between exotics and all native residents; MPDab, mean phylogenetic distances between exotics and native species, weighted by the abundance of natives; MNND, mean phylogenetic distances between each exotic species and its nearest native relative.
