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Fig. S1-A. Full region of the mass chromatograms shown in Fig. 1A. Left,
middle, and right columns correspond to supernatant of non-oxidized sample,
supernatant of oxidized sample, and precipitate of oxidized sample, respectively.
Upper, middle, and lower rows are LC/MS chromatograms monitoring selected
peptide fragments with theoretical molecular weight expected from the sequence
([M+2H]2+=807.85, mass range: m/z 807.5-809), theoretical molecular weight plus
32 ([M+2O+2H]2+=823.85, mass range: m/z 823.5-825), and theoretical molecular
weight plus 48 ([M+3O+2H]2+=831.85, mass range: m/z 831.5-833), respectively.
The horizontal axis indicates retention time (min) and the vertical axis indicates
relative abundance of ions.



Fig. S1-A (A-1, A-2, A-3) (a) 
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Fig. S1-A (A-1, A-2, A-3) (a). MS spectra of the LC fractions containing the ions
A-1, A-2, A-3 shown in Fig. S1-A. Arrowheads indicate the peaks for peptides
subjected to MS/MS analyses shown in Fig. S1-A (A-1, A-2, A-3) (b).
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Fig. S1-A (A-1, A-2, A-3) (b). MS/MS spectra of the ions A-1, A-2, and A-3
shown in Fig. S1-A.
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Fig. S1-B. Full region of the mass chromatograms shown in Fig. 1B. Left and
right columns correspond to supernatant of non-oxidized sample and oxidized
sample, respectively. Upper, middle, and lower rows are LC/MS chromatograms
monitoring selected peptide fragments with theoretical molecular weight expected
from the sequence ([M+2H]2+=807.85, mass range: m/z 807.5-809), theoretical
molecular weight plus 29 ([M+NO+H]2+=822.35, mass range: m/z 821.5-823), and
theoretical molecular weight plus 32 ([M+2O+2H]2+=823.85, mass range: m/z
823.5-825), respectively. The horizontal axis indicates retention time (min) and
the vertical axis indicates relative abundance of ions.
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Fig. S1-B (B-1). (Top) MS spectrum of the LC fraction containing the ion B-1
shown in Fig. S1-B. Arrowhead indicates the peak for the peptide subjected to
MS/MS analysis. (Bottom) MS/MS spectrum of the ion B-1 shown in Fig. S1-B.
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Fig. S1-C. Full region of the mass chromatograms shown in Fig. 1C. Left,
middle, and right columns correspond to supernatant of non-oxidized sample,
supernatant of oxidized sample, and precipitate of oxidized sample, respectively.
Upper, middle, and lower rows are LC/MS chromatograms monitoring selected
peptide fragments with theoretical molecular weight expected from the sequence
([M+2H]2+=732.82, mass range: m/z 732.5-734), theoretical molecular weight plus
32 ([M+2O+2H]2+=748.81, mass range: m/z 748.5-750), and theoretical molecular
weight plus 48 ([M+3O+2H]2+=756.82, mass range: m/z 756.5-758), respectively.
The horizontal axis indicates retention time (min) and the vertical axis indicates
relative abundance of ions.



Fig. S1-C (C-1, C-2) (a)
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Fig. S1-C (C-1, C-2) (a). MS spectra of the LC fractions containing the ions C-1
and C-2 shown in Fig. S1-C. Arrowheads indicate the peaks for peptides subjected
to MS/MS analyses shown in Fig. S1-C (C-1, C-2) (b).
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Fig. S1-C (C-3, C-4) (a). MS spectra of the LC fractions containing the ions C-3
and C-4 shown in Fig. S1-C. Arrowheads indicate the peaks for peptides subjected
to MS/MS analyses shown in Fig. S1-C (C-3, C-4) (b).
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Fig. S1-C (C-1, C-2) (b). MS/MS spectra of the ions C-1 and C-2 shown in Fig.
S1-C.
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Fig. S1-C (C-3, C-4) (b). MS/MS spectra of the ions C-3 and C-4 shown in Fig.
S1-C.
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Fig. S1-D. Full region of the mass chromatograms shown in Fig. 1D. Left and
right columns correspond to supernatant of non-oxidized sample and oxidized
sample, respectively. Upper, middle, and lower rows are LC/MS chromatograms
monitoring selected peptide fragments with theoretical molecular weight expected
from the sequence ([M+2H]2+=732.82, mass range: m/z 732.5-734), theoretical
molecular weight plus 29 ([M+NO+H]2+=747.31, mass range: m/z 746.5-748), and
theoretical molecular weight plus 32 ([M+2O+2H]2+=748.81, mass range: m/z
748.5-750), respectively. The horizontal axis indicates retention time (min) and
the vertical axis indicates relative abundance of ions.
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Fig. S1-D (D-1). (Top) MS spectrum of the LC fraction containing the ion D-1
shown in Fig. S1-D. Arrowhead indicates the peak for the peptide subjected to
MS/MS analysis. (Bottom) MS/MS spectrum of the ion D-1 shown in Fig. S1-D.
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Fig. S1-E. Full region of the mass chromatograms shown in Fig. 1E. Left, middle,
and right columns correspond to supernatant of non-oxidized sample, supernatant
of oxidized sample, and precipitate of oxidized sample, respectively. Upper and
lower rows are LC/MS chromatograms monitoring selected peptide fragments
with theoretical molecular weight expected from the sequence ([M+2H]2+=617.32,
mass range: m/z 617-618.5) and theoretical molecular weight plus 16
([M+O+2H]2+=625.32, mass range: m/z 625-626.5), respectively. The horizontal
axis indicates retention time (min) and the vertical axis indicates relative
abundance of ions.
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Fig. S1-E (E-1, E-2, E-3) (a). MS spectra of the LC fractions containing the ions
E-1, E-2, and E-3 shown in Fig. S1-E. Arrowheads indicate the peaks for peptides
subjected to MS/MS analyses shown in Fig. S1-E (E-1, E-2, E-3) (b).
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Fig. S1-E (E-1, E-2, E-3) (b). MS/MS spectra of the ions E-1, E-2, and E-3
shown in Fig. S1-E.
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Fig. S1-F. Full region of the mass chromatograms shown in Fig. 1F. Left and
right columns correspond to supernatant of non-oxidized sample and oxidized
sample, respectively. Upper and lower rows are LC/MS chromatograms
monitoring selected peptide fragments with theoretical molecular weight expected
from the sequence ([M+2H]2+=617.32, mass range: m/z 617-618.5) and theoretical
molecular weight plus 16 ([M+O+2H]2+=625.32, mass range: m/z 625-626.5),
respectively. The horizontal axis indicates retention time (min) and the vertical
axis indicates relative abundance of ions.


	スライド番号 1
	スライド番号 2
	スライド番号 3
	スライド番号 4
	スライド番号 5
	スライド番号 6
	スライド番号 7
	スライド番号 8
	スライド番号 9
	スライド番号 10
	スライド番号 11
	スライド番号 12
	スライド番号 13
	スライド番号 14
	スライド番号 15
	スライド番号 16
	スライド番号 17
	スライド番号 18
	スライド番号 19
	スライド番号 20
	スライド番号 21
	スライド番号 22
	スライド番号 23
	スライド番号 24
	スライド番号 25
	スライド番号 26
	スライド番号 27
	スライド番号 28
	スライド番号 29
	スライド番号 30
	スライド番号 31
	スライド番号 32

